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Research interests and expertise:  
 
My research has examined environmental stress tolerance in plants. This includes the 

oxidation resistance and the regulatory functions of non-coding RNAs in Medicago trucatula 
and Jerusalem artichoke under heavy metal, salt and heat stresses. Currently, I focus on small 
RNAs which plan important roles in plant resistance to abiotic stress. We isolated more than 
one hundred sRNAs (miRNA and siRNA) and identified their targets. Our experiments have 
demonstrated some of sRNA and their targets were differentially regulated in expression under 
several stresses, but their functions are unclear. We will functionally characterize their 
biological roles by the methods of molecular biology and bioinformatics. The studies will 
provide the evidences in investigation of regulatory mechanism for plant tolerance to stresses. 
 
Current projects:  
The China Postdoctoral Science Foundation (grant: 20090451223, special grant: 201003593) 

The National Natural Science Foundation of China (31200204) 

The key research and development program of Jiangsu (BE2017310-2) 
 
Current teaching: 
The advance in regulated non-coding RNAs, autumn term 

The intertidal plant biology, autumn term 
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