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Research interests and expertise:

I am a Soil Ecologist interested in soil microbiome and bio-fertilizer. To study this, I use
culture independent and dependent approach to investigate microbial communities (bacteria,
fungal and archaeal) in agroecosystem. Currently, I have advanced my research to
environmental sampling and field experiments to bridge the gap between laboratory and
natural environments. I am specifically interested how abiotic and biotic factors determine the
species interactions within soil microbial community, and how the soil microbial diversity,
community structure and interaction might feedback and change the stability and ecosystem
functioning of soil. I am also interested in how changes in microbial communities affect the
fitness and productivity of crops. For example, crop root-associated microbial communities
often form the first line of defense against invading pathogens and also play very important
role for the nutrient supply.

I welcome interest from prospective research students and postdoctoral fellows from a
variety of backgrounds who are interested in studying the soil ecology and interested in
developing new technologies for soil microbiome research.

Current projects:

*  How the stock-scion interaction impacts the coupling of chemicals and microbiome in
rhizosphere, Natural Science Foundation of China (31772398), 2018-2021, 600,000
RMB.

* The formation mechanism of disease-suppressive soil microbiome on watermelon,
National “973” program, 2015-2019, RMB 780,000 RMB.

Current teaching:
*  Soil and fertilizer Science
*  Rhizospheric biology
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