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Research interests and expertise:  

   In natural ecosystems, most plants are able to grow on nutrient-poor soils by living 

together with microbes for mutual benefit, an instance referred to symbiosis. Arbuscular 

mycorrhiza that is formed by the interaction between soil fungi belonging to Glomeromycotina 

and more than 80% of land plants, including the most important economic crops, such as rice, 

soybean and potato, is considered to be one of the most widespread and important symbiotic 

associations. Development of AM association requires a continuous exchange of nutrients and 

signalings between the two symbionts, which triggers coordinated differentiation of both 

partners to enable their interaction within the root cells. The control of AM symbiosis is a 

finely tuned process that involves multiple regulatory components func tioning at multiple 

levels. The long-term goals of our research are to understand the mechanisms underlying 

development of the AM symbiosis and nutrient transfer between the symbionts.  
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